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CACAGCTTCTCCTCTGCCTGTTTTCCCTGCTT 
ACCCCAGGACCAGCCCCTGTGGACACTTTTGG 
TTTTCAGGTCCCTACACCTACTGCAACACGAC 
GCGCACCCGGAGCCCTAGTAGAGAGACCGTGC 
3ACCCGGAATGCCTACAGAGAGTGCCTGGAGA 
-ACTGCGAACCCATTTTGGATGACAAGCAGAG 
rTGTCAACTACCTGGGTCACTGTGTTTCCGTG 



T1 



^CACGACCTTGGA 
ICCGTGCCCCGAG 

1 TGG AGAACGGG A 



GTGGTCACCAACTTCTTCTGGATGTTTGTGG. 



AGGGCTGCTACCTGCACACGGCCATTGTC. 



[TTT 
ATGA 



TACATGCTCTTCTTTGTCAATCCTGGC 



GACAATCCAATACACWAAGGCAGTGMGGC^ 



CCACCAGGATCAGCTTCCACAGCATCAAGC 



AGA 
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underlined = deleted in targeting construct 

[ ] = sequence flanking Neo insert in targeting construct 



fee* 



GAATTCCGGGTGGGTAGGTCGGGCAGGGTAGGACAGGCCTAAGAGAGAGGCCGGACAGAC 
CTCCTTTGGAAGCAGCCACTTCTGGTCCCCATCCCTGGAGCGATCGAGCGCAGGATCTGC 
TGTCCCATGGGACAGCAGATCTCTCTTCCCAGTGCACAGCTTCTCCTCTGCCTGTTTTCC 
CTGCTTCCAGTGCTCCAGGTGGCCCAACCAGGCCAGGCACCCCAGGACCAGCCCCTGTGG 
ACACTTTTGGAGCAGTACTGCCACAGGACCACAATTGGGAATTTTTCAGGTCCCTACACC 
TAC TGCAAC ACGACCTTGGACC AGATCGGGACC TGCTGGC C AC AGAGCGC ACCC GGAGC C 
CTAGTAGAGAGACCGTGCCCCGAGTACTTCAATGGCATCAAGTACAACACGACCC [ GGAA 
TGCCTACAGAGAGTGCCTGGA] GAACGGGACCTGGGCCTCAAGGGTCAACTACTCACACT 
GCGAACCCATTTTGGATGACAAGCAGAGAAAGTATGACCTGCATTACCGAATCGCCCTCA 
TTGTCAACTACCTGGGTC ACTGTGTTTCCGTGGTGGCCCTGGTG [ GCCGCTTTCCTGCTT 
TTCCTAGTGCTGCG ] GAGTATCCGCTGCCTGAGGAATGTGATCCACTGGAACCTCATCAC 
CACCTTC ATTCTGAGAAAC ATCGCGTGGTTCC TGCTGC AAC TC ATC GACC AC GAAGTGC A 
CGAGGGCAATGAGGTCTGGTGCCGCTGCATCACCACCATCTTCAACTATTTTGTGGTCAC 
CAACTTCTTCTGGATGTTTGTGGAGGGCTGCTACCTGCACACGGCCATTGTCATGACGTA 
CTCCACAGAGCACCTGCGCAAGTGGCTTTTCCTCTTCATTGGATGGTGCATTCCCTGCCC 
TATCATCATCGCCTGGGCAGTTGGCAAACTCTACTATGAGAATGAGCAGTGCTGGTTTGG 
CAAGGAAGCTGGTGATTTGGTGGACTACATCTACCAGGGCCCCGTCATGCTTGTGCTGTT 
GATCAATTTTGTATTTCTGTTTAACATCGTCAGGATCCTGATGACGAAGTTACGAGCATC 
CACCACGTCCGAGACAATCCAATACAGGAAGGCAGTGAAGGCCACGCTGGTCCTCCTCCC 
CCTGTTGGGCATCACCTACATGCTCTTCTTTGTCAATCCTGGCGAGGACGACCTGTCCCA 
GATTGTGTTCATCTACTTCAACTCTTTCCTGCAGTCCTTCCAGGGTTTCTTTGTGTCCGT 
TTTCTACTGCTTCTTCAATGGAGAGGTGCGCGCGGCCCTGAGAAAGCGGTGGCACTCGGG 
GCAGGACCACCACGCCCTCCGGGTGCCTGTGCGCCGGGCCATGTCCATCCCTACGTCGCC 
CACCAGGATCAGCTTCCACAGCATCAAGCAGACAGCTGCTGTGTGACCCTCTGTCACCGT 
CTGCCCGGCAGTCCACCACTGAGGCAGCTTCTCCATCCTTTACAGCCTTCCCCTGGGTCC 
TCCTTGCTACCCTGACCCACAGGTACAAGGTACAGGAGAAGGGAGGAGAACGAACACTCC 
C 
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Gene Sequence 
Structure * 



441 bp 



Sequence Deleted 



582 bp 



Size of full-length 
cDNA: 1557 bp 




Targeting Vector* 
(genomic sequence) 

Construct Number: 3050 



Arm Length: 
5*: 3.1 kb 
3': 2.5 kb 



— — — T*rtetint Vector 
— - Endogenous locus 

* Not drawn to scale 



5* arm 



LacZ-Neo 

Cassette 



r arm 




5 ' >AGCCCTATGTGTAATTTTCAT 
ATAAATGACTCATATTAGCTTTCA 
GATATGCATTGTGTTTTCAGGTCT 
GGGAGAACTAAGGAGTGTGGACCT 
TATC CTGCAGGTACTAGGGAGCC A 
GGGAGGGCTTTTGAGGCGGGAGGG 
CGTCCTGACTCTCAGTGGTTGGCA 
TCTTCTCTAGGGAATGCCTACAGA 
GAGTGCCTGGA<3 * 
(SEQ ID NO: 2) 



5 • >GCCGCTTTCCTGCTTTTCCTA 

GTGCTGCGGTGAGTCCACCTCCAC 

CCTGCTTCCTCCTTGTCTTTGCCT 

C TCCC AGACATTGTC TCTTCCATT 

CTGGGGCCCCGGGAACAGTAGCCA 

GAAGTGGGTTTAAGTCAGACCCCC 

AGGGCCATGACCACCAGCCTGCCT 

GAAGGGTAGAGAGCAAGCCCAGCT 

GGGACC ACC AG< 3 ' 

(SEQ ID NO: 3) 
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